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mRNA-HER2 (ERBB2)

mRNA-HER2 (ERBB2) is a ready-to-use mRNA product encoding Human
Epidermal Growth Factor Receptor 2 (HER2/ERBB2). It is suitable for
research on HER2-positive tumors such as breast cancer and gastric

cancer, anti-HER2 targeted therapy studies, and mRNA delivery research.
HER2 is a key member of the tyrosine kinase receptor family and plays a
crucial role in cell proliferation and diferentiation. Overexpression of HER2
is closely associated with malignant progression and poor prognosis in
breast cancer, gastric cancer, and various other solid tumors, making it an
important target for therapies such as Trastuzumab, Pertuzumab, and ADC
drugs like Enfortumab Vedotin.

Name Cat.No Scale State
MRNA-HER2 HX-mRNAO043 Tmg Lyophilized/Liq
(ERBB2) uid

Concentration: Tmg/mL
Storage Bufer: ddH.O ph=7.0
mRNA length: 4065 nt

Amino acid sequence size: 1255 kDa

Handling and Storage: store at — 80°C for long term

Cell Expression result:

Cell Line: A549 Culture Plate: 96-well plate Cell Conluency: 80%
Transfection Dose: 200 ng per well
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Amino acid sequence:

MELAALCRWGLLLALLPPGAASTQVCTGTDMKLRLPASPETHLDMLRHLYQGCQVV
QGNLELTYLPTNASLSFLQDIQEVQGYVLIAHNQVRQVPLQRLRIVRGTQLFEDNYAL
AVLDNGDPLNNTTPVTGASPGGLRELQLRSLTEILKGGVLIQRNPQLCYQDTILWKDI
FHKNNQLALTLIDTNRSRACHPCSPMCKGSRCWGESSEDCQSLTRTVCAGGCARCK
GPLPTDCCHEQCAAGCTGPKHSDCLACLHFNHSGICELHCPALVTYNTDTFESMPN
PEGRYTFGASCVTACPYNYLSTDVGSCTLVCPLHNQEVTAEDGTQRCEKCSKPCARV
CYGLGMEHLREVRAVTSANIQEFAGCKKIFGSLAFLPESFDGDPASNTAPLQPEQLQ
VFETLEEITGYLYISAWPDSLPDLSVFQNLQVIRGRILHNGAYSLTLQGLGISWLGLRSL
RELGSGLALIHHNTHLCFVHTVPWDQLFRNPHQALLHTANRPEDECVGEGLACHQL
CARGHCWGPGPTQCVNCSQFLRGQECVEECRVLQGLPREYVNARHCLPCHPECQ
PQNGSVTCFGPEADQCVACAHYKDPPFCVARCPSGVKPDLSYMPIWKFPDEEGACQ
PCPINCTHSCVDLDDKGCPAEQRASPLTSIISAVVGILLVVVLGVVFGILIKRRQQKIRK
YTMRRLLQETELVEPLTPSGAMPNQAQMRILKETELRKVKVLGSGAFGTVYKGIWIPD
GENVKIPVAIKVLRENTSPKANKEILDEAYVMAGVGSPYVSRLLGICLTSTVQLVTQLM
PYGCLLDHVRENRGRLGSQDLLNWCMQIAKGMSYLEDVRLVHRDLAARNVLVKSP
NHVKITDFGLARLLDIDETEYHADGGKVPIKWMALESILRRRFTHQSDVWSYGVTV
WELMTFGAKPYDGIPAREIPDLLEKGERLPQPPICTIDVYMIMVKCWMIDSECRPRFR
ELVSEFSRMARDPQRFVVIQNEDLGPASPLDSTFYRSLLEDDDMGDLVDAEEYLVPQ
QGFFCPDPAPGAGGMVHHRHRSSSTRSGGGDLTLGLEPSEEEAPRSPLAPSEGAGS
DVFDGDLGMGAAKGLQSLPTHDPSPLQRYSEDPTVPLPSETDGYVAPLTCSPQPEYV
NQPDVRPQPPSPREGPLPAARPAGATLERPKTLSPGKNGVVKDVFAFGGAVENPEYL

TPQGGAAPQPHPPPAFSPAFDNLYYWDQDPPERGAPPSTFKGTPTAENPEYLGLDVP
\



